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Human Fetal Liver Matchmaker® cDNA Library

Human Fetal Kidney Matchmake® cDNA Library

Human Lymphocyte Matchmaker® cDNA Library

Human Pancreas Matchmaker® cDNA Library

Human Ovary Matchmaker® ¢cDNA Library

Human Spleen Matchmaker® cDNA Library

Human Thymus Matchmaker® cDNA Library

Human Liver Matchmaker® cDNA Library

Human Leukocyte Matchmaker® ¢cDNA Library

Human Kidney Matchmaker® cDNA Library

Human Lymph Node Matchmaker® cDNA Library

Human Mammary Gland Matchmaker® ¢DNA Library

Mouse Liver Library Matchmake® cDNA Library
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Mouse Testis Matchmaker® cDNA Library

Mouse Embryonic Fibroblast Matchmaker® ¢cDNA Library

Mouse 7-day Embryo Matchmaker® cDNA Library
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Yeast Core Facility for Human Disease Model
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C. elegans Core Facility for Human Disease Model
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Drosophila Core Facility for Human Disease Model
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Mouse Core Facility for Human Disease Model
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Yeast deletion collection MAT _a
Yeast deletion collection MAT_alpha
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Biacore T200

Bioruptor plus

Biorad Real-Time PCR
Integrated SpeedVac® System SPD1010




Biacore T200

A #4% A %% Room 1438 & 45 R Bk % e
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Proteins
Nucleic acids
Lipids & membrane-associated molecules
Carbohydrates
LMW compounds
Whole Cells




BlIAcore J& F # H

V 3 FRRAZERGRRE -HHE - RRHARR

V IMrFEERY - L HhaTFREME - H8 - it
V AHRABNETEFR

v ERIRA/ER IR & R HUR b SR

v in vitro ¥ R % E AN




Probing Biological Affinities

MHC-T-cell

Phospho-peptides
-SH2-domains

Cell Adhesion
Molecules

Streptavidin
- Biotin




Comprehensive information from one system Analyze molecular
interactions in real time and obtain a wide range of critical,
binding-related data:

Detect

* Specificity

Identify * Binding partners
¢ Epitope mapping
|

o Affinity

¢ Kinetics

¢ Active Concentration
- ®Thermodynamics

Characterize




Bioruptor Plus

#9484 Room 1438 A 1+
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Biorad Real-Time PCR
CFX Connect




Bio-Rad CFX Connect
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ThermoSavant Integrated SpeedVac® System
SPD1010 / &7 & R 45 44

Thermo Electron Integrated
SpeedVac® Systems are complete
systems for solvent evaporation,
sample concentration and drying.
SPD systems use a patented
technique that combines centrifugal
force, vacuum and applied heat to
eliminate sample bumping and
foaming. Application of thermal
energy to the sample during
concentration counteracts the natural
evaporative cooling effect that slows
the drying rate.




Integrated SpeedVac® System SPD1010
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