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Academic| Non-academic

Bioanalyzer DNA 1000 Chip 1,800 2,100 3,500




(12samples/chip)
Bioanalyzer High
Sensitivity DNA Chip 3,300 3,600 4,800
(11samples/chip)
Bioanalyzer RNA 6000 :
Ch 2,000 2,300 3,800
Nano (12samples/chip) =10
Lib tificati
ibrary Quantification | o ol | 3.800 | 4,560 7,600
(gPCR)
Library Preparation#
it (NT$)
%P H > e 5 ok
<f Academic Non-academic
16S Metagenomic
Sequencing Library Sample 1,500 1,800 3,000
Preparation
DNA S I
SamPE - sample | 7,500 8,500 11,000
Preparation (% % i*)
Exome capture Sample | 13,500* 15,000* 20,000*
Stranded mRNA Librar
_ 4 Sample | 8,500 10,000 13,000
preparation-poly A
Stranded total RNA
library preparation with | Sample | 13,500 15,000 20,000
Ribo-Zero
Sequencing Service
45 (NTS)
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MiSeq 600cycles _
Chip 80,000 95,000 105,000
(13.2-15Gb) @
MiSeq 500cycles _
b Chip 60,000 75,000 85,000
(7.5-8.5 Gb)
MiSeq 300cycles _
b Chip 55,000 65,000 75,000
(4.5-5.1 Gb)
MiSeq 150cycles Chip 48,000 58,000 68,000




(3.3-3.8Gh) &
MiSeq 50cycles _
b Chip 45,000 55,000 60,000
(750-850 Mb)
NextSeq
300cycles-High (100— Chip | 255,000 280,500 306,000
120 Gb) €
NextSeq 300cycles-Mid _
d Chip | 100,000 110,000 120,000
(32.5-39 Gb)
NextSeq
150cycles-High (50-60 Chip | 160,000 176,000 192,000
Gb) €
NextSeq 150cycles-Mid _
d Chip 65,000 71,500 78,000
(16.25-19.5 Gb)
NextSeq 75cycles-High _
Chip 85,000 93,500 102,000
(25-30 Gb) €
Miseq & * % e Run 15,000 17,500 20,000
NextSeq i * 7 e Run 25,000 30,000 35,000
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: 330-400M reads

: 108-130M reads
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